Vibrio cholerae in Traveler from Haiti to Canada
To the Editor: A nationwide outbreak of cholera caused by Vibrio cholerae O1 serotype
Ogawa began in Haiti in October 2010 and has since resulted in >200,000 illnesses and 4,000
deaths (1) . Additional cases of cholera attributed to the outbreak strain have subsequently been reported in the neighboring Dominican Republic and in Florida and New Jersey in the United
States. In these instances, illness was related to travel to Haiti or consumption of contaminated water on the island of Hispaniola (which is shared by Haiti and Dominican Republic).
In Canada, the province of Québec has a large Haitian immigrant population. In early Whole genome sequencing has been completed for several isolates to investigate the origin of the Haiti cholera outbreak (4, 5) . However, PFGE remains one of the primary tools for defining the outbreak strain (4). The highly standardized methods of PulseNet International for generating, analyzing, and comparing PFGE patterns are used worldwide to track the temporal and geographic distribution of V. cholerae (6, 7) .
PFGE for V. cholerae was performed by using restriction enzymes SfiI and NotI (8 
